
Figure S3: Methylation levels of the 13 unique CpGs, identified as potential mediators of genetic risk 
for EOC, across the various EOC histologies.  HS (high-grade serous), LS (low-grade serous), M 
(mucinous), E (endometriod), and C (clear cell). 
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Figure S2 (cont.)	
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Figure S2 (cont.)	
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